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Conferences

Opening conference:
“Running from the law: how to evade the genome sentinel

UL T T-ES TGRS [Fina Arstimovitch, I =latulEli N
Microbiology and The Center for RNA Biology, The Ohio State

University, Columbus, Ohio, USA

Osvaldo Cori Conference:

“Epigenetic control of gene transcription during cell linea-
ge commitment” -[[E L LG /nstitute of Biomedical
Sciences and Millennium Institute Center for Genome
Regulation CRG, Faculty of Medicine amnd Faculty of Life
Sciences, Universidad Andres Bello, Santiago, Chile

Severo Ochoa Conference:

“Cell senescence in development, regeneration and
cancer” - Laboratory of Cell
Senescence, Cancer and Aging, Health Research Institute of
Santiago de Compostela, IDIS, Santiago de Compostela,
Spain
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Symposia

Symposium “Plant Defense”
Chair: Lorena Pizarro, Universidad de O'Higgins,
San Fernando, Chile

1. “Uncovering new roles for cytokinin in plant immunity”
Department of Plant Pathology and Weed
Research, Plant Protection Institute, Agricultural Research
Organization, Volcani Institute, Rishon LeZion, Israel

2. “Incidence of bacterial canker in sweet cherry orchards
of the O'Higgins Region of Chile: Varietal susceptibility and
genetic characteristics of the causal agent’-

Centro Regional Rayentug, Instituto de
Investigaciones Agropecuarias (INIA), Rengo, Chile

3. “Identification of defense-responsive genes in sweet
cherry against Pss strains with different virulence levels’-
Laboratorio de Fitovirologia, Departamento
de Sanidad Vegetal, Facultad de Ciencias Agronomicas,
Universidad de Chile, Santiago, Chile

4. “Involvement of the cell wall and its dynamic in plant

WS EHELET-EIN S & [ S Maria Francisca Blanco-Herrera,

Centro de Biotecnologia Vegetal, Facultad de Ciencias de la
Vida, Universidad Andres Bello, Santiago, Chile
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Symposium “Unveiling the complex world of RNA”
Chair: Marcelo Lopez-Lastra, Pontificia Universidad
Catolica de Chile, Santiago, Chile

1. “Evaluation of the impact of m6A methylation on RNA
structure”- ECIOLLEEIF-UEINMUNiversité Paris Cité, CNRS,
Paris, France

2. “Modified RNAs as Molecular Tools for Structural and
Functional Studies of aminoacyl transferases and
NEOMIHeHB EH e EEREU Al Melanie Etheve-Quelquejeu,
Laboratoire de Chimie et Biochimie Pharmacologiques et
Toxicologiques, Université Paris Cité, Paris, France

3. “Mechanochemistry of the HIV-1 reverse transcriptase
on an RNA substrate, one molecule at a time”- [Nl
Laboratorio de Virologia Molecular y Celular,
Instituto de Ciencias Biomédicas, Facultad de Medicina,
Universidad de Chile, Santiago, Chile

4. “Regulation of retroviral non-canonical messenger RNA

e EEHDLEOA O RSN T R G B Marcelo Lopez-Lastra,

Laboratorio de Virologia Molecular, Departamento de
Enfermedades Infecciosas e Inmunologia Pediatrica, Escuela
de Medicina, Pontificia Universidad Catolica de Chile,
Santiago, Chile
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Symposium “DNA viruses and cancer: sighaling
pathways involved in cancer progression”
Chair: Francisco Aguayo, Universidad de Chile,

Santiago, Chile

1. “Molecular pathways altered by early expressed proteins
from Human Papillomavirus”- Unit
of Biomedical Research in Cancer, Intituto Nacional de
Cancerologia and Biomedical Research Institute, Universidad
Nacional Autonoma de Meéxico

2. “Regulation of extracellular matrix components during
human papillomaviruses mediated carcinogenesis” -
Laboratory of Oncovirology,
Department of Microbiology, Instituto de Ciencias
Biomédicas, Universidade de Sao Paulo, Sao Paulo, Brazil

3. “High-risk human papillomavirus (HR-HPV) and Epstein
Barr virus (EBV) co-presence In oral cancer” —
Universidad del Valle, Cali, Colombia

4. “Crosstalk between persistent viruses and tobacco

S CRI KL NN -CHEE B Francisco Aguayo Gonzalez,
Laboratory of Oncovirology, Virology Program, Institute of
Biomedical Sciences, Faculty of Medicine, Universidad de
Chile, Santiago, Chile
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Symposium “Yeast functional genomics”
Chair: Francisco Salinas, Universidad Austral de Chile,
Valdivia, Chile

1. “The fitness landscape of telomere variation”-[SEl0}
Université Céte d'Azur, CNRS, INSERM, IRCAN Nice,
France

2. “Deciphering the molecular bases of wort adaptation in
novel lager yeast hybrids”- DS =4 Laboratorio de
Genética Molecular, Departamento de Biologia, Facultad de
Quimica y Biologia, Universidad de Santiago de Chile,
Santiago, Chile

3. “A cohesive panel of 142 telomere-to-telomere genome
assemblies unfolds the structural genetic diversity at the
species-scale in Saccharomyces cerevisiae”—
Sorbonne Université, Francia

4. “The metabolic and genomic making of yeast
biodiversity”- Laboratory of Genetics,
DOE Great Lakes Bioenergy Research Center, Center for
Genomic Science Innovation, J. F. Crow Institute for the Study
of Evolution, Wisconsin Energy Institute, University of
Wisconsin-Madison, Madison, WI, USA
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Symposium “Chaos, panic and (dis)order in protein
evolution”
Chair: César A. Ramirez-Sarmiento & Pablo
Galaz-Davison, Pontificia Universidad Catodlica de
Chile, Santiago, Chile

1. “Computational approaches to study protein-protein
interactions regulating the expression and function of
membrane proteins”- [NMEENG LGN Center for Bioinforma-
tics, Simulation and Modeling, Faculty of Engineering,
Universidad de Talca, Talca, Chile

2. “Alpaca-derived nanobody against viral infections” -

Naphak Modhiran, Sleslele] Kol E® sl=laalSi18"&=1alo M\ [o]lcIelV] 18
Biosciences, University of Queensland; Australian Institute for

Bioengineering and Nanotechnology; Brisbane, Australia

3. “Metamorphic proteins don’t just wiggle wiggle, they

Wi César A. Ramirez-Sarmiento, Jlaki0iR[ols

Biological and Medical Engineering (IIBM), Pontificia
Universidad Catolica de Chile, Santiago, Chile

4. “Conformational sampling with AlphaFold2 by phyloge-

(TN LESERE Matias R. Machado, [N el
Unit, Institut Pasteur de Montevideo, Montevideo, Uruguay

5. “FrustraEvo: Assessing protein families divergence in
the light of sequence and energetic constraints”-[[[EGE]
Protein Physiology Lab, Departamento de
Quimica Biologica, Facultad de Ciencias Exactas y Naturales,
Universidad de Buenos Aires-CONICET-IQUIBICEN, Buenos
Aires, Argentina
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Symposium “New Insights in non-coding RNAs In
prokaryotic and eukaryotic cells”
Chair: Valentina Parra, Universidad de Chile, Santiago,
Chile; Mauricio Latorre, Universidad de O'Higgins,
Rancagua, Chile

1. “Computational tools for identifying and characterizing
non-coding RNAs in prokaryotic and eukaryotic organisms”
— Programa Institucional de Fomento a
la Investigacion, Desarrollo e Innovacion (PIDi), Universidad
Tecnologica Metropolitana, Santiago, Chile

2. “Non-coding RNA global transcriptional regulatory
network activated by iron in Enterococcus faecalis”- {518
Bioengineering Laboratory, Institute of
Engineering Sciences, Universidad de O'Higgins, Rancagua,
Chile

3. “Studying the non-coding transcriptome of endocrine
ENECE RS RO RG] Gl B Estefania Tarifeno-Saldivia,
Gene Expression and Regulation laboratory (GEaRLab),
Departamento de Bioquimica y Biologia Molecular, Facultad
de Ciencias Biologicas, Universidad de Concepcion, Chile

4. “RNA at the Epicenter of Genetic Information: from
epigenetic to epitranscriptomic regulation in development

and cancer” - xR NMEIGIR Insper Institute of Education
and Research, Brazil
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“Mitochondrial Ca2+ overload in the neurodegeneration as-
sociated with early-onset familial Alzheimer’s disease”
Departamento de Tecnologia Médica,
Facultad de Medicina, Universidad de Chile, Santiago, Chile

“Epigenetics effects of obesity in the neurons that regulate
GG ELW BV @ Estefania Tarifeno-Saldivia, [DEeElaz1ul-lk
to de Bioquimica y Biologia Molecular, Facultad de Ciencias
Bioldgicas, Universidad de Concepcion, Concepcion, Chile

“SYSTEMIX: Systems biology center for the study of
extremophile communities from mining tailings”-[ENINE)
Universidad de O'Higgins, Rancagua, Chile

“Evolution of enzyme regulation and the mechanistic drift
hypothesis: The case of the activation by AMP in archaeal
ADP-dependent Sugar Kinases”-
Laboratorio de Bioquimica y Biologia Molecular,
Departamento de Biologia, Facultad de Ciencias, Universidad
de Chile, Santiago, Chile




